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A method for identifying Mycobacterium tuberculosis and 
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to an antituberculosis drug of Mycobacteria obtained by mutation 
of rpoB gene 



<130> 912-27 

<160> 31 

<170> Kopatentln 1.71 

<210> 1 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> MOTT-rpo-long-B-5 1 primer for PCR amplication of rpoB gene 

<400> 1 

tcaaggagaa gcgctacgac ctggc 25 



<210> 2 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> TR8-long-NB-3 1 primer for PCR amplication of rpoB gene 

<400> 2 

acgggtgcac gtcgcggacc tcca 24 

<210> 3 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 
<223> 



Oligomer probe for all types of Mycobacteria 



<400> 3 

gacgtcgtcg ccaccatcga 



20 



<210> 
<211> 



4 

15 



1 



<212> DNA 

<213> Artificial Sequence 



<220> 
<223> 



Oligomer probe for M. tuberculosis complex 



<400> 4 
catgtcggcg agccc 



15 



<210> 
<211> 
<212> 
<213> 



5 

19 
DNA 

Artificial Sequence 



<220> 
<223> 



Oligomer probe for M. avium 



<400> 5 

aaacggtgag ccgatcacc 



19 



<210> 6 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligomer probe for M. intracellularae 

<400> 6 

aaacctgcac gcgggcga 18 

<210> 7 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<220> 
<223> 



Oligomer probe for M. scrofulaceum 



<400> 7 

aaaaacgtac ggatggccag c 



21 



<210> 
<211> 
<212> 
<213> 



8 

19 
DNA 

Artificial Sequence 



<220> 
<223> 



Oligomer probe for M. kansasii type I + V 



2 



<400> 8 

aaaggccacg atgaccgtg 



19 



<210> 


9 


<211> 


21 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Oligomer probe for 1 


<400> 


9 


aaaaatctca ggatggccag c 


<210> 


10 


<211> 


21 


<212> 


DNA 


<213> 


Artificial Sequence 



21 



<220> 

<223> Oligomer probe for M. gastri 



<400> 10 

aaaaatctca gggtggccag g 21 



<210> 


11 


<211> 


16 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Oligomer probe for M. 


<400> 


11 


cctgaacgcc ggccag 


<210> 


12 


<211> 


16 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Oligomer probe for M. 



16 



<400> 12 

gttccggtcg aggtgg 16 



3 



<210> 13 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligomer probe for M. chelonae 

<400> 13 

aaatggtgac tgccaccacg 2 0 



<210> 14 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligomer probe for M. abscesus 

<400> 14 

aaaaggtgac caccaccacc 20 



<210> 15 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligomer probe for M. ulcerans 

<400> 15 

ggccagccca tcacc 15 



<210> 16 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligomer probe for M. genavanse/M. simiae 



<400> 16 

ccagccgacg atgacg 16 



<210> 17 

<211> 19 

<212> DNA 

<213> Artificial Sequence 



4 



<220> 
<223> 



Oligomer probe for M. gordonae type I, III, IV 



<400> 17 
aaagtcggcg atccgatca 



19 



<210> 18 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligomer probe for M. gordonae type II 

<400> 18 

♦ aaaaacgtcg gcaagccga 19 

<210> 19 

<211> 19 

<212> DNA 

<213> Artificial Sequence 



<210> 20 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligomer probe for M. terrae 



<400> 20 

aaagctcagg acggtcagt 19 



<210> 21 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligomer probe for Wild Type 509-514 



<220> 
<223> 



Oligomer probe for M. szulgai 



<400> 19 
aaatctgaac gtcggcgag 



19 



5 



<400> . 21 
aaccagctga gccaattc 



18 



<210> 


22 


<211> 


18 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Oligomer probe for 3 


<400> 


22 


atggaccaga acaacccg 


<210> 


23 


<211> 


18 


<212> 


DNA 


<213> 


Artificial Sequence 



18 



<220> 

<223> Oligomer probe for Wild Type 521-525 
<400> 23 

aaactgtcgg ggttgacc 18 



<210> 24 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligomer probe for Wild Type 524-529 

<400> 24 

ttgacccaca agcgccga 18 



<210> 


25 


<211> 


16 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Oligomer probe for 1 


<400> 


25 


ctgtcggcgc tggggc 


<210> 


26 



16 



6 



<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligomer probe for Mutant Type 

<400> 26 
ctgttggcgc tggggc 

<210> 27 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligomer probe for Mutant Type 

<400> 27 
aaaaccaaca agcgccga 

<210> 28 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligomer probe for Mutant Type 

<400> 28 
aatggtccag aacaacccg 

<210> 29 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligomer probe for Mutant Type 

<400> 29 
aaagctgacc ccattcat 

<210> 30 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 



531TTG 



16 



52 6 AAC 



18 



516 GTC 



19 



513 CCA 



7 



« 



<223> Oligomer probe for Mutant Type 511CCG 



<400> 30 

aaagccgagc ccattcat 18 



<210> 31 

<211> 531 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Nucleotide sequence of the 531bp fragment obtained by PCR 
amplification of the rpoB gene of M. tuberculosis 

<400> 31 

tcaaggagaa gcgctacgac ctggcccgcg tcggtcgcta taaggtcaac aagaagctcg 60 

ggctgcatgt cggcgagccc atcacgtcgt cgacgctgac cgaagaagac gtcgtggcca 12 0 

ccatcgaata tctggtccgc ttgcacgagg gtcagaccac gatgaccgtt ccgggcggcg 180 

tcgaggtgcc ggtggaaacc gacgacatcg accacttcgg caaccgccgc ctgcgtacgg 240 

tcggcgagct gatccaaaac cagatccggg tcggcatgtc gcggatggag cgggtggtcc 300 

gggagcggat gaccacccag gacgtggagg cgatcacacc gcagacgttg atcaacatcc 3 60 

ggccggtggt cgccgcgatc aaggagttct tcggcaccag ccagctgagc caattcatgg 420 

accagaacaa cccgctgtcg gggttgaccc acaagcgccg actgtcggcg ctggggcccg 480 

gcggtctgtc acgtgagcgt gccgggctgg aggtccgcga cgtgcacccg t 531 



